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Sequence lis'bing 

<110> Sagami Ch^nicsil Research Center et al. 

<120> Human Proteins Having Hydrophobic Domains And DNAs Encoding These 
Proteins 

<130> 661101 

<141> 1999-06--18 

<150> JP 10-180008 
<151> 1998-06-26 

<160> 40 

<170> Windows 95 (Word 98) 

<210> 1 

<211> 238 

<212> PRT 

<213> Homo sapiens 



<400> 1 

Met Ala Leu Val Pro Cys Gin Val 

1 5 
Tyr Cys Ser lie Leu Cys Asn Tyr 
20 

Gin Thr Tyr Gly Gly Ser Trp Lys 
35 40 
lie Gin Ala Val Phe Phe Gly He 
50 55 



Leu Arg Met Ala He Leu Leu Ser 

10 15 
Lys Ala He Glu Met Pro Ser His 

25 30 
Phe Leu Thr Phe He Asp Leu Val 
45 

Cys Val Leu Thr Asp Leu Ser Ser 
60 
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Leu I^u Thr Arg Gly Ser Gly Asn Gin Glu Gin Glu Arg Gin Leu Lys 
65 70 75 80 

Lys Leu lie Ser Leu Arg Asp Trp Met Leu Ala Val Leu Ala Phe Pro 

85 90 95 

Val Gly Val Phe Val Val Ala Val Phe Trp lie lie Tyr Ala Tyr Asp 

100 105 110 

Arg Glu Met lie Tyr Pro Lys Leu Leu Asp Asn Phe lie Pro Gly Trp 

115 120 125 

-Leu Asn His Gly Met His Thr Thr Val-Xeu Pro Phe He Leu He Glu 
130 135 140 

Met Arg Thr Ser His His Gin Tyr Pro Ser Arg Ser Ser Gly Leu Thr 
145 150 155 160 

Ala He Cys Thr Phe Ser Val Gly Tyr He Leu Trp Val Cys Trp Val 

165 170 175 

His His Val Thr Gly Met Trp Val Tyr Pro Phe Leu Glu His He Gly 

180 185 190 

Pro Gly Ala Arg He lie Phe Phe Gly Ser Thr Thr He Leu Met Asn 

195 200 205 

Phe Leu Tyr Leu Leu Gly Glu Val Leu Asn Asn Tyr He Trp Asp Thr 

210 215 220 

Gin Lys Ser Met Glu Glu Glu Lys Glu Lys Pro Lys Leu Glu 
225 230 235 

<210> 2 

<211> 194 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Asp Pro Leu Arg Glu Arg Thr Glu Leu Leu Leu Ala Asp Tyr 

15 10 15 

Leu Gly Tyr Cys Ala Arg Glu Pro Gly Thr Pro Glu Pro Ala Pro Ser 
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20 25 30 

Thr Pro Glu Ala Ala Val Leu Arg Ser Ala Ala Ala Arg Leu Arg Gin 

35 40 45 

lie His Arg Ser Phe Phe Ser Ala Tyr Leu Gly Tyr Pro Gly Asn Arg 

50 55 60 

Phe Glu Leu Val Ala Leu Met Ala Asp Ser Val Leu Ser Asp Ser Pro 
65 70 , 75 80 

Gly Pro Thr Trp Gly Arg Val Val Thr Leu Val Thr Phe Ala Gly Thr 

85 ^ -90 95 

Leu Leu Glu Arg Gly Pro Leu Val Thr Ala Arg Trp Lys Lys Trp Gly 

100 105 110 

Phe Gin Pro Arg Leu Lys Glu Gin Glu Gly Asp Val Ala Arg Asp Cys 

115 120 125 

Gin Arg Leu Val Ala Leu Leu Ser Ser Arg Leu Met Gly Gin His Arg 

130 135 140 

Ala Trp Leu Gin Ala Gin Gly Gly Trp Asp Gly Phe Cys His Phe Phe 
145 150 155 160 

Arg Thr Pro Phe Pro Leu Ala Phe Trp Arg Lys Gin Leu Val Gin Ala 

165 170 175 

Phe Leu Ser Cys Leu Leu Thr Thr Ala Phe lie Tyr Leu Trp Thr Arg 
180 185 190 

Leu Leu 



<210> 3 

<211> 139 

<212> PRT 

<213> Hotio sapiens 



<400> 3 

Met Glu Ala Val Val Phe Val Phe Ser Leu Leu Asp Cys Cys Ala Leu 

15 10 15 

lie Phe Leu Ser Val Tyr Phe He He Thr Leu Ser Asp Leu Glu Cys 
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20 25 30 

Asp Tyr lie Asn Ala Arg Ser Cys Cys Ser Lys l-eu Asn Lys Trp Val 

35 40 45 

He Pro Glu Leu He Gly His Thr He Val Thr Val Leu Leu Leu Met 

50 55 60 

Ser Leu His Trp Phe He Phe Leu Leu Asn Leu Pro Val Ala Thr Trp 
65 70_ 75 80 

Asn He Tyr Arg Tyr He Met Val Pro Ser Gly Asn Met Gly Val Phe 

85 90 95 

Asp Pro Thr Glu He His Asn Arg Gly Gin Leu Lys Ser His Met Lys 

100 105 110 

Glu Ala Met He Lys Leu Gly Phe His Leu Leu Cys Phe Phe Met Tyr 

115 120 125 

Leu Tyr Ser Met He Leu Ala Leu He Asn Asp 
130 135 



<210> 4 

<211> 323 

<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Ala Ala Pro Lys 
1 5 
Pro Pro Leu Leu Leu 
20 

Ala Ser Ala Glu Ala 
35 

His Arg Ala Cys Gin 
50 

Glu Glu Leu Tyr Ala 
65 



Gly Ser Leu Trp Val Arg 
10 

lieu Thr Met Ala Leu Ala 
25 

Phe Asp Ser Val Leu Gly 
40 

Leu Thr Tyr Pro Leu His 
55 

Cys Gin Arg Gly Cys Arg 
70 75 



Thr Gin Leu Gly Leu 
15 

Gly Gly Ser Gly Thr 
30 

Asp Thr Ala Ser Cys 
45 

Thr Tyr Pro Lys Glu 
60 

Leu Phe Ser He Cys 
80 
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Gin Phe Val Asp Asp Gly lie Asp Leu Asn Arg Thr Lys Leu Glu Cys 

85 90 95 

Glu Ser Ala Cys Thr Glu Ala Tyr Ser Gin Ser Asp Glu Gin Tyr Ala 
100 105 110 

5 Cys His Leu Gly Cys Gin Asn Gin Leu Pro Phe Ala Glu Leu Arg Gin 
115 120 125 

Glu Gin Leu Met Ser Leu Met Pro Lys Met His Leu Leu Phe Pro Leu 

130 135 140 

Thr Leu, Val Arg Ser Phe Trp S^r Asp Met Met Asp Ser Ala Gin Ser 
10 145 150 155 160 

Q Phe lie Thr Ser Ser Trp Thr Phe Tyr Leu Gin Ala Asp Asp Gly Lys 

^ 165 170 175 

fU lie Val lie Phe Gin Ser Lys Pro Glu lie Gin Tyr Ala Pro His Leu 

y 180 185 190 

y i 

yj 15 Glu Gin Glu Pro Thr Asn Leu Arg Glu Ser Ser Leu Ser Lys Met Ser 

195 200 205 

O Tyr L.eu Gin Met Arg Asn Ser Gin Ala His Arg Asn Phe Leu Glu Asp 

yi 

hi 210 215 220 

^ Gly Glu Ser Asp Gly Phe Leu Arg Cys Leu Ser Leu Asn Ser Gly Trp 

U 20 225 230 235 240 

He Leu Thr Thr Thr Leu Val Leu Ser Val Met Val Leu Leu Trp He 

245 250 255 

Cys Cys Ala Thr Val Ala Thr Ala Val Glu Gin Tyr Val Pro Ser Glu 
260 265 270 

25 Lys Leu Ser He Tyr Gly Asp Leu Glu Phe Met Asn Glu Gin Lys Leu 
275 280 285 

Asn Arg Tyr Pro Ala Ser Ser Leu Val Val Val Arg Ser Lys Thr Glu 

290 295 300 

Asp His Glu Glu Ala Gly Pro Leu Pro Thr Lys Val Asn Leu Ala His 
30 305 310 315 320 

Ser Glu He 
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<210> 5 
<211> 231 
<212> PRT 

<213> Homo sapiens 



<400> 5 

Met Arg Arg Cys Ser Leu Cys Ala Phe Asp Ala Ala Arg Gly Pro Arg 

1 5 10 15 

Arg Leii-Met Arg Val Gly Leu Ala Leu I-le Leu Val Gly His Val Asn 

20 25 30 

Leu Leu Leu Gly Ala Val Leu His Gly Thr Val Leu Arg His Val Ala 

35 40 45 

Asn Pro Arg Gly Ala Val Thr Pro Glu Tyr Thr Val Ala Asn Val lie 

50 55 60 

Ser Val Gly Ser Gly Leu Leu Ser Val Ser Val Gly Leu Val Ala Leu 
65 70 75 80 

Leu Ala Ser Arg Asn Leu Leu Arg Pro Pro Leu His Trp Val Leu Leu 

85 90 95 

Ala Leu Ala Leu Val Asn Leu Leu Leu Ser Val Ala Cys Ser Leu Gly 

100 105 110 

Leu Leu Leu Ala Val Ser Leu Thr Val Ala Asn Gly Gly Arg Arg Leu 

115 120 125 

lie Ala Asp Cys His Pro Gly Leu Leu Asp Pro Leu Val Pro Leu Asp 

130 135 140 

Glu Gly Pro Gly His Thr Asp Cys Pro Phe Asp Pro Thr Arg lie Tyr 
145 150 155 160 

Asp Thr Ala Leu Ala Leu Trp lie Pro Ser Leu Leu Met Ser Ala Gly 

165 170 175 

Glu Ala Ala Leu Ser Gly Tyr Cys Cys Val Ala Ala Leu Thr Leu Arg 

180 185 190 

Gly Val Gly Pro Cys Arg Lys Asp Gly Leu Gin Gly Gin Val Val Ala 
195 200 205 
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10 



25 



30 



Gly Cys Asp Ala Arg Val Lys Gin Lys Ala Trp Gin Pro Arg Phe Pro 

210 215 220 

Gly lie Lys Val Lys Ala Leu 
225 230 

<210> 6 
<211> 97 
<212> PRT 

-<213> Homo sapiens . 



<400> 6 

Met Thr Ser Leu Leu Thr Thr Pro Ser Pro Arg Glu Glu Leu Met Thr 

15 10 15 

Thr Pro lie Leu Gin Pro Thr Glu Ala Leu Ser Pro Glu Asp Gly Ala 
15 20 25 30 

Ser Thr Ala Leu He Ala Val Val He Thr Val Val Phe Leu Thr I.eu 

35 40 45 

Leu Ser Val Val He Leu He Phe Phe Tyr Leu Tyr Lys Asn Lys Gly 
50 55 60 

20 Ser Tyr Val Thr Tyr Glu Pro Thr Glu Gly Glu Pro Ser Ala He Val 
65 70 75 80 

Gin Met Glu Ser Asp Leu Ala Lys Gly Ser Glu Lys Glu Glu Tyr Phe 
85 90 95 

He 



<210> 7 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Ala Thr Leu Trp Gly Gly Leu Leu Arg Leu Gly Ser Leu Leu Ser 
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1 5 10 15 

Leu Ser Cys Leu Ala Leu Ser Val Leu Leu Leu Ala Gin Leu Ser Asp 

20 25 30 

Ala Ala Lys Asn Phe Glu Asp Val Arg Cys Lys Cys lie Cys Pro Pro 

35 40 45 

Tyr Lys Glu Asn Ser Gly His lie Tyr Asn Lys Asn lie Ser Gin Lys 

50 55 60 

Asp Cys Asp Cys Leu His Val Val Glu Pro Met Pro Val Arg Gly Pro 
.65 - 70 _ - 75 80 

Asp val Glu Ala Tyr Cys Leu Arg Cys Glu Cys Lys Tyr Glu Glu Arg 

85 90 95 

Ser ser val Thr lie Lys Val Thr He He He Tyr Leu Ser He Leu 

100 105 110 

Gly Leu Leu Leu Leu Tyr Met Val Tyr Leu Thr Leu Val Glu Pro He 

115 120 125 

Leu Lys Arg Arg Leu Phe Gly His Ala Gin Leu He Gin Ser Asp Asp 

130 135 140 

Asp He Gly Asp His Gin Pro Phe Ala Asn Ala His Asp Val Leu Ala 
145 150 155 160 

Arg Ser Arg Ser Arg Ala Asn Val Leu Asn Lys Val Glu Tyr Ala Gin 

165 170 175 

Gin Arg Trp Lys Leu Gin Val Gin Glu Gin Arg Lys Ser Val Phe Asp 

180 185 190 

Arg His Val Val Leu Ser 
195 



<210> 8 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 8 
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Met Gly Arg Val Ser Gly I/eu Val Pro Ser Arg Phe Leu Thr Leu Leu 

15 10 15 

Ala His Leu Val Val Val lie Thr Leu Phe Trp Ser Arg Asp Ser Asn 
20 25 30 

5 He Gin Ala Cys Leu Pro Leu Thr Phe Thr Pro Glu Glu Tyr Asp Lys 
35 40 45 

Gin Asp He Gin Leu Val Ala Ala Leu Ser Val Thr Leu Gly Leu Phe 

50 55 60 

Ala. Val _Glu Leu Ala Gly . Phe Le.u Ser Gly Val Ser Met Phe Asn Ser 
10 65 70 75 80 

Thr Gin Ser Leu He Ser He Gly Ala His Cys Ser Ala Ser Val Ala 

85 90 95 

Leu Ser Phe Phe He Phe Glu Arg Trp Glu Cys Thr Thr Tyr Trp Tyr 
100 105 110 

15 He Phe Val Phe Cys Ser Ala Leu Pro Ala Val Thr Glu Met Ala Leu 
115 120 125 

Phe Val Thr Val Phe Gly Leu Lys Lys Lys Pro Phe 
130 135 140 



20 <210> 9 

<211> 201 
<212> PRT 

<213> Homo sapiens 



25 <400> 9 

Met Asn Arg Thr Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg 

15 10 15 

Arg Asn Glu Asp Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met 
20 25 30 

30 Ala Leu Thr Phe Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr 
35 40 45 

Gly Trp Lys Arg His Gly Ala His He Tyr Leu Thr Met Leu I^eu Ser 
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50 55 
He Ala He Trp Val Ala Trp He Thr Leu Leu Met Leu Pro Asp Phe 
65 70 75 80 

Asp Arg Arg Trp Asp Asp Thr He Leu Ser Ser Ala Leu Ala Ala Asn 

85 90 95 

Gly Trp Val Phe Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu 

100 105 110 

Thr Lys Gin Arg Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys 

115 . -. 120 •- 125 

Lys Pro Gin Leu Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr 

130 135 140 

ser Gin Glu Glu He Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu 
145 150 155 160 

Tyr Ala Pro Tyr Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin 

165 170 175 

Lys Glu Phe Ser He Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys 

180 185 190 

Asp Tyr Glu Val Lys Lys Glu Gly Ser 
195 200 



<210> 10 

<211> 249 

<212> PRT 

<213> Hcxno sapiens 



<400> 10 

Met Ala Ser Ser Asp Glu Asp Gly 

1 5 
Gly Glu Asp Arg Glu Ala Pro Gly 
20 

Ala Thr Ala Trp Leu Thr Phe Tyr 
35 40 



Thr Asn Gly Gly Ala Ser Glu Ala 

10 15 
Lys Arg Arg Arg Leu Gly Phe Leu 

25 30 
Asp He Ala Met Thr Ala Gly Trp 
45 
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Leu Val Leu Ala lie Ala Met Val Arg Phe Tyr Met Glu Lys Gly Thr 

50 55 60 

His Arg Gly Leu Tyr Lys Ser lie Gin Lys Thr Leu Lys Phe Phe Gin 
65 70 75 80 

5 Thr Phe Ala Leu Leu Glu He Val His Cys Leu He Gly He Val Pro 

85 90 95 

Thr Ser Val He Val Thr Gly Val Gin Val Ser Ser Arg He Phe Met 

100 105 110 

-Val Trp Leu lie Thr. His Ser He Lys, Pro He Gin Asn Glu Glu Ser 
10 115 120 125 

Val Val Leu Phe Leu Val Ala Trp Thr Val Thr Glu He Thr Arg Tyr 

130 135 140 

Ser Phe Tyr Thr Phe Ser Leu Leu Asp His Leu Pro Tyr Phe He Lys 
145 150 155 160 

15 Trp Ala Arg Tyr Asn Phe Phe He He Leu Tyr Pro Val Gly Val Ala 

165 170 175 

Gly Glu Leu Leu Thr He Tyr Ala Ala Leu Pro His Val Lys Lys Thr 

180 185 190 

Gly Met Phe Ser He Arg Leu Pro Asn Lys Tyr Asn Val Ser Phe Asp 
20 195 200 205 

Tyr Tyr Tyr Phe Leu Leu He Thr Met Ala Ser Tyr He Pro Leu Phe 

210 215 220 

Pro Gin Leu Tyr Phe His Met Leu Arg Gin Arg Arg Lys Val Leu His 
225 230 235 240 

25 Gly Glu Val He Val Glu Lys Asp Asp 

245 



<210> 11 
<211> 714 
30 <212> DNA 

<213> Hcano sapiens 
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<400> 11 

atggcgcttg tcccctgcca 
ctgtgtaact acaaggccat 
ttcctgacgt tcattgatct 
5 gatctttcca gtcttctgac 
aagctcatct ctcrtccggga 
gttgtagcag tgttctggat 
ctggataatt ttatcccagg 
-atattaatcg agatgaggac 
10 gccatatgta ccttctctgt 

ggcatgtggg tgtacccttt 
gggtctacaa ccatcttaat 
atctgggata cacagaaaag 

15 <210> 12 

<211> 582 
<212> DMA 

<213> Homo sapiens 
20 <400> 12 

atggccgacc cgctgcggga gcgcaccgag ctgttgctgg ccgactacct ggggtactgc 60 

gcccgggaac ccggcacccc cgagccggcg ccatccacgc ccgaggccgc cgtgctgcgc 120 

tccgcggccg ccaggttacg gcagattcac cggtcctttt tctccgccta cctcggcrtac 180 

cccgggaacc gcttcgagct ggtggcgctg atggcggatt ccgtgctctc cgacagcccc 240 

25 ggccccacct ggggcagagt ggtgacgctc gtgacct.tcg cagggacgct gctggagaga 300 

gggccgcrtgg tgaccgcccg gtggaagaag tggggcttcc agccgcggct aaaggagcag 360 

gagggcgacg tcgcccggga ctgccagcgc ctggtggcct tgcrtgagctc gcggctcatg 420 

gggcagcacc gcgcctggct gcaggctcag ggcggctggg atggcttttg tcacttcttc 480 

aggaccccct ttccactggc tttttggaga aaacagctgg tccaggcttt tctgtcatgc 540 

30 ttgttaacaa cagccttcat ttatctctgg acacgattiat ta 582 



ggtgctgcgg atggcaatcc tgctgtctta 


ctgctctatc 


60 


cgaaatgccc tcacaccaga cctacggagg 


gagctggaaa 


120 


ggttatccag gctgtctttt ttggcatctg 


tgtgctgact 


180 


tcgaggaagt gggaaccagg agcaagagag 


gcagctcaag 


240 


ctggatgtta gctgtgttgg cctttcctgt 


tggggttttt 


300 


catttatgcc tatgacagag agatgatata 


cccgaagctg 


360 


gtggctgaat cacggaatgc acacgacggt 


tctgcccttt 


420 


atcgcaccat- cagtatccca gcaggagcag 


cggacttacc 


480 


tggctatata ttatgggtgt gctgggtgca 


tcatgtaact 


540 


cctggaacac attggcccag gagccagaat 


catcttcttt 


600 


gaacttcctg tacctgctgg gagaagttct 


gaacaactat 


660 


tatggaagaa gagaaagaaa agcctaaatt 


ggaa 


714 



<210> 13 



wo 00/00506 



13/45 



PCT/JP99/03242 



<211> 417 
<212> DNA 
<213> Homo sapiens 

5 <400> 13 

atggaggcgg tggtgttcgt cttctctctc ctcgattgtt gcgcgctcat cttcctctcg 60 

gtctacttca taattacatt gtctgattta gaatgtgatt acattaatgc tagatcatgt 120 

tgctcaaaat taaacaagtg ggtaattcca gaattgattg gccataccat tgtcactgta 180 

ttactgctca tgtcattgca ctggttcatc ttcettctca acttacctgt tgccacttgg 240 

0 aatatatatc gatacattat ggtgccgagt ggt:aacatgg gagtgtttga tccaacagaa 300 

atacacaatc gagggcagct gaagtcacac atgaaagaag ccatgatcaa gcttggtttc 360 

cacttgctct gcttcttcat gtatctttat agtatgatct tagctttgat aaatgac 417 



<210> 14 
15 <211> 969 

<212> DNA 
<213> Homo sapiens 

<400> 14 

20 atggcggcgc cgaaggggag cctctgggtg aggacccaac tggggctccc gccgctgctg 60 

ctgctgacca tggccttggc cggaggttcg gggaccgctt cggctgaagc atttgactcg 120 

gtcttgggtg atacggcgtc ttgccaccgg gcctgtcagt tgacctaccc cttgcacacc 180 

taccctaagg aagaggagtt gtacgcatgt cagagaggtt gcaggctgtt ttcaatttgt 240 

cagtttgtgg atgatggaat tgacttaaat cgaactaaat tggaatgtga atctgcatgt 300 

25 acagaagcat attcccaatc tgatgagcaa tatgcttgcc atcttggttg ccagaatcag 360 

ctgccattcg ctgaactgag acaagaacaa cttatgtccc tgatgccaaa aatgcaccta 420 

ctctttcctc taactctggt gaggtcattc tggagtgaca tgatggactc cgcacagagc 480 

ttcataacct cttcatggac tttttatctt caagccgatg acggaaaaat agttatattc 540 

cagtctaagc cagaaatcca gtacgcacca catttggagc aggagcctac aaatttgaga 600 

30 gaatcatcrtc taagcaaaat gtcctatctg caaatgagaa attcacaagc gcacaggaat 660 

tttcttgaag atggagaaag tgatggcttt ttaagatgcc tctctcttaa ctctgggtgg 720 

attttaacta caactcttgt cctctcggtg atggtattgc tttggatttg ttgtgcaact 780 
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gttgctacag ctgtggagca gtatgttccc 



tctgagaagc tgagtatcta tggtgacttg 



840 



gagtttatga atgaacaaaa gctaaacaga 



tatccagctt cttctcttgt ggttgttaga 



900 



tctaaaactg aagatcatga agaagcaggg 



cctctaccta caaaagtgaa tcttgctcat 



960 



tcrtgaaatt 



969 



10 



15 



rf 20 



25 



<210> 15 
<211> 693 
<212> DNA 
- <213> _Homo sapiens . 

<400> 15 

atgaggcgct gcagtctctg cgctttcgac gccgcccggg ggcccaggcg gctgatgcgt 60 

gtgggcctcg cgctgatctt. ggtgggccac gtgaacctgc tgctgggggc cgtgctgcat 120 

ggcaccgtcc tgcggcacgt ggccaatccc cgcggcgctg tcacgccgga gtacaccgta 180 

gccaatgtca tctctgtcgg ctcggggctg ctgagcgttt ccgtgggact tgtggccctc 240 

ctggcgtcca ggaaccttct tcgccctcca ctgcactggg tcctgctggc actagctctg 300 

gtgaacctgc tcttgtccgt tgcctgctcc ctgggcctcc ttcttgctgt gtcactcact 360 

gtggccaacg gtggccgccg ccttattgct gactgccacc caggactgct ggatcctctg 420 

gtaccactgg atgaggggcc gggacatact gactgcccct ttgaccccac aagaatctat 480 

gatacagcct tggctctctg gatcccttct ttgctcatgt ctgcagggga ggctgctcta 540 

tctggttact gctgtgtggc tgcactcact ctacgtggag ttgggccctg caggaaggac 600 

ggacttcagg ggcaggtagt agctgggtgt gacgcaagag tgaaacagaa agcctggcag 660 

ccacggtttc ctgggattaa agtcaaagca tta 693 

<210> 16 

<211> 291 

<212> DNA 

<213> Homo sapiens 

<400> 16 

atgaccagcc tcctgactac tccttctcca agagaagaac tgatgaccac cccaatttta 60 
cagcccactg aggccctgtc cccagaagat ggagccagca cagcactcat tgcagttgtt 120 
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atcaccgttg tcttcctcac cctgctctcg 
aagaacaaag gcagctacgt cacctatgaa 
cagatggaga gtgacttggc caagggcagc 

5 <210> 17 



<211> 594 
<212> DNA 





sapi.ens 




<400> 17 






atggcgaccc 


tgtggggagg 


ccttcttcgg 


gcgctttccg 


tgctgctgct 


ggcgcagctg 


agatgt-aaat 


gt ate t gccc 


tccctataaa 


atatctcaga 


aagattgtga 


ttgccttcat 


gatgtagaag 


catactgtct 


acgctgtgaa 


atcaaggtta 


ccattataat 


ttatctctcc 


tatcttactc 


tggttgagcc 


catactgaag 


cagagtgatg 


atgatattgg 


ggatcaccag 


cgctcccgca 


gtcgagccaa 


cgtgctgaac 


cttcaagtcc 


aagagcagcg 


aaagtctgtc 


<210> 18 






<211> 420 






<212> DNA 






<213> Homo 


sapiens 




<400> 18 






atgggccggg 


tctcagggct 


tgtgccctct: 


gtcgtcatca 


ccttattctg 


gtcccgggac 


ttcacccccg 


aggagtatga 


caagcaggac 


ctgggcctct 


ttgcagtgga 


gctggccggt 


acccagagcc 


tcatctccat 


tggggctcac 
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y V-Wy uy at.w u 




u u ac c u gcac 


J.oU 


cctacagaag 


gtgagcccag 


tgccatcgtc 


240 


gagaaagagg 


aatatttcat 


c 


291 


cttggctcct 


tgctcagcct 


gtcgtgcctg 


60 


tcagacgccg 


ccaagaattt 


cgaggatgtc 


120 


gaaaattctg 


ggcatattta 


taataagaac 


180 


gttgtggagc 


ccatgcctgt 


gcgggggcct 


240 


tgcaaatatg 


aagaaagaag 


ctctgtcaca 


300 


attttgggcc 


ttctacttct 


gtacatggta 


360 


aggcgcctct 


ttggacatgc 


acagttgata 


420 


cc t u u ugc aa 


atgcacacga 


tgtgctagcc 


A OA 

480 


aaggtagaat 


atgcacagca 


gcgctggaag 


540 


tttgaccggc 


atgttgtcct 


cage 


594 


cgcttcctga 


cgctcctggc 


gcatctggtg 


60 


agcaacatac 


aggcctgcct 


gcctcrtcacg 


120 


attcagctgg 


tggccgcgct 


ctctgtcacc 


180 


ttcctctcag 


gagtctccat 


gttcaacagc 


240 


tgtagtgcat 


ccgtggccct 


gtccttcttc 


300 
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atattcgagc 


gttgggagtg cactacgtat tggtacattt ttgtcttctg cagtgccctt 


360 




c cage t gtc a 


CtCfaaatlCrcrC tttattCCrtc a£*!f?a+'r^+"+"^rT rrrr/^t-rrajisaasi aa^^c^-^*-/^ 


y1 T rt 
420 




<210> 19 






5 


<211> 603 








<212> DMA 








<213> Homo 


sapiens 






<40O> 19- 


- ■ ... ' . ■- . 




10 


atgaatagga 


ccaacgtcaa tgtcttttct gagctttccg ctcctcgtcg caatgaagac 


60 




tttgtcctcc 


tgctcaccta cgtcctcttc ttgatggcgc tgaccttcct catgtcctcc 


120 




ttcaccttct 


gtggttcctt cacgggctgg aagagacatg gggcccacat ctacctcacg 


180 




atgcrtcctct 


ccattgccat ctgggtggcc tggatcaccc tgctcatgct tcctgacttt 


240 




gaccgcaggt. 


gggatgacac catcctcagc tccgccttgg ctgccaatgg ctgggtgttc 


300 


15 


^ uy L. u y ^ ^ ^ L. 


atgttagtcc cgagttttgg ctgctcacaa agcaacgaaa ccccatggat 


360 




tatcctgttg 


aggatgcttt ctgtaaaccrt caactcgtga agaagagcta tggtgtggag 


420 




aacagagcct 


actctcaaga ggaaatcact caaggttttg aagagacagg ggacacgctc 


480 




tatgccccct 


attccacaca ttttcagctg cagaaccagc ctccccaaaa ggaattctcc 


540 




atcccacggg 


cccacgcttg gccgagccct tacaaagact atgaagtaaa gaaagagggc 


600 


20 


age 








<210> 20 








<211> 747 








<212> DNA 






25 


<213> Homo 


sapiens 






<400> 20 








atggcgtcca 


gcgacgagga cggcaccaac ggcggcgcct cggaggccgg cgaggaccgg 


60 




gaggctcccg 


gcaagcggag gcgcctgggg ttcttggcca ccgcctggct caccttctac 


120 


30 


gacatcgcca 


tgaccgcggg gtggttggtt ctagctattg ccatggtacg tttttatatg 


180 




gaeiaaaggaa 


cacacagagg tttatataaa agtattcaga agacacttaa atttttccag 


240 




acatttgcct 


tgcttgagat agttcactgt ttaattggaa ttgtacctac ttctgtgatt 


300 
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gtgactgggg tccaagtgag ttcaagaatc tttatggtgt ggcrtcattac tcacagtata 360 

aaaccaatcc agaatgaaga gagtgtggtg ctttttctgg tcgcgtggac tgtgacagag 420 

atcactcgct attccttcta cacattcagc cttcttgacc acttgccata cttcattaaa 480 

tgggccagat ataatttttt tatcatctta tatcctgttg gagttgctgg tgaacttctt 540 

5 acaatatacg ctgccttgcc gcatgtgaag aaaacaggaa tgttttcaat aagacttcct 600 

aacaaataca atgtcrtcrttt tgactactat tattttcttc ttataaccat ggcatcatat 660 

atacctttgt ttccacaact ctattttcat atgttacgtc aaagaagaaa ggtgcttcat 720 

ggagaggtga ttgtagaaaa ggatgat 747 



id <210> 21 

<211> 1085 

<212> DMA 

<213> Homo sapiens 

15 <400> 21 

cagccggtcc aggcctctgg cgaac atg gcg ctt gtc ccc tgc cag gtg ctg 52 

Met Ala Leu Val Pro Cys Gin Val Leu 

1 -5 

egg atg gca ate ctg etg tct tac tgc tct ate etg tgt aac tac aag 100 
20 Arg Met Ala lie Leu Leu Ser Tyr Cys Ser lie Leu Cys Asn Tyr Lys 
10 15 20 25 

gcc ate gaa atg ccc tea cac cag ace tae gga ggg age tgg aaa ttc 148 
Ala lie Glu Met Pro Ser His Gin Thr Tyr Gly Gly Ser Trp Lys Phe 
30 35 40 

25 ctg acg ttc att gat ctg gtt ate cag get gtc ttt ttt ggc ate tgt 196 
Leu Thr Phe He Asp Leu Val He Gin Ala Val Phe Phe Gly He Cys 

45 50 55 

gtg ctg act gat ctt tec agt ctt ctg act ega gga agt ggg aac cag 244 
Val Leu Thr Asp Leu Ser Ser Leu Leu Thr Arg Gly Ser Gly Asn Gin 
30 60 65 70 

gag caa gag agg cag etc aag aag etc ate tct etc egg gac tgg atg 292 
Glu Gin Glu Arg Gin Leu Lys Lys Leu He Ser Leu Arg Asp Trp Met 
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75 80 85 

tta get gtg ttg gcc ttt cct gtt ggg gtt ttt gtt gta gca gtg ttc 340 
Leu Ala Val Leu Ala Phe Pro Val Gly Val Phe Val Val Ala Val Phe 
90 95 100 105. 

5 tgg ate att tat gcc tat gac aga gag atg at a tac ccg aag ctg ctg 388 
Trp He He Tyr Ala Tyr Asp Arg Glu Met He Tyr Pro Lys Leu Leu 

110 115 120 

gat aat ttt ate cca ggg tgg ctg aat cac gga atg cac acg acg gtt 436 
~Asp Asn Phe lie Pro Gly Trp Leu Asn^-His Gly Met His Thr Thr Val 
10 125 130 135 

ctg ecc ttt ata tta ate gag atg agg aca teg cac cat eag tat ccc 484 
Leu Pro Phe He Leu He Glu Met Arg Thr Ser His His Gin Tyr Pro 

140 145 150 

age agg age age gga ctt acc gcc ata tgt ace ttc tet gtt ggc tat 532 
15 Ser Arg Ser Ser Gly Leu Thr Ala He Cys Thr Phe Ser Val Gly Tyr 
155 160 165 

ata tta tgg gtg tgc tgg gtg cat cat gta act ggc atg tgg gtg tac 580 
He Leu Trp Val Cys Trp Val His His Val Thr Gly Met Trp Val Tyr 
170 175 180 185 

20 cct ttc ctg gaa cac att ggc cca gga gcc aga ate ate ttc ttt ggg 628 

Pro Phe Leu Glu His He Gly Pro Gly Ala Arg He He Phe Phe Gly 

190 195 200 

tct aca acc ate tta atg aac ttc ctg tac ctg ctg gga gaa gtt ctg 676 
Ser Thr Thr He Leu Met Asn Phe Leu Tyr Leu Leu Gly Glu Val Leu 
25 205 210 215 

aac aac tat ate tgg gat aca eag aaa agt atg gaa gaa gag aaa gaa 724 
Asn Asn Tyr He Trp Asp Thr Gin Lys Ser Met Glu Glu Glu Lys Glu 

220 225 230 

aag cct aaa ttg gaa tgagatccaa gtctaaacgc aagagctaga ttgagecgee a 780 
30 Lys Pro Lys Leu Glu 
235 

ttgaagaetc cttccccteg ggcattggca gtgggggaga aaaggcttca aaggaacttg 840 
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gtggcatcag cacccccctc ccccaatgag gacacctttt atatataaat atgtataaac 900 

atagaataca gttgtttcca aaagaactca ccctcactgt gtgttaaaga attcttccca 960 

aagtcattac tgataataac atttttttcc ttttctagtt ttaaaaccag aattggacct 1020 

tggattttta ttttggcaat tgtaactcca tctaatcaag aaagaataaa agtttattgc 1080 

5 acttc 1085 

<210> 22 
<211> 238 

~<212> PRT „ 
10 <213> Homo sapiens 

<400> 22 

Met Ala I.eu Val Pro Cys Gin Val Leu 
1 5 

15 Arg Met Ala lie Leu Leu Ser Tyr Cys Ser lie Leu Cys Asn Tyr Lys 

10 15 20 25 

Ala lie Glu Met Pro Ser His Gin Thr Tyr Gly Gly Ser Trp Lys Phe 

30 35 40 

Leu Thr Phe lie Asp Leu Val lie Gin Ala Val Phe Phe Gly lie Cys 
20 45 50 55 

Val Leu Thr Asp Leu Ser Ser Leu Leu Thr Arg Gly Ser Gly Asn Gin 

60 65 70 

Glu Gin Glu Arg Gin Leu Lys Lys Leu lie Ser Leu Arg Asp Trp Met 
75 80 85 

25 Leu Ala Val Leu Ala Phe Pro Val Gly Val Phe Val Val Ala Val Phe 
90 95 100 105 

Trp lie lie Tyr Ala Tyr Asp Arg Glu Met lie Tyr Pro Lys Leu Leu 

110 115 120 

Asp Asn Phe lie Pro Gly Trp Leu Asn His Gly Met His Thr Thr Val 
30 125 130 135 

Leu Pro Phe lie Leu lie Glu Met Arg Thr Ser His His Gin Tyr Pro 
140 145 150 
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Ser Arg Ser Ser Gly Leu Thr Ala lie Cys Thr Phe Ser Val Gly Tyr 

155 160 165 

lie Leu Trp Val Cys Trp Val His His Val Thr Gly Wet Trp Val Tyr 
170 175 180 185. 

5 Pro Phe Leu Glu His lie Gly Pro Gly Ala Arg lie lie Phe Phe Gly 

190 195 200 

Ser Thr Thr lie Leu Met Asn Phe Leu Tyr Leu Leu Gly Glu Val Leu 

205 210 215 

"Asn Asn Tyr He Trp Asp Thr Gin Lys 'Ser Met Glu Glu Glu Lys Glu 
10 . 220 225 230 

Lys Pro Lys Leu Glu 
235 

<210> 23 
15 <211> 1168 

<212> DNA 
<213> Homo sapiens 

<400> 23 

20 accacc atg gcc gac ccg ctg egg gag cgc acc gag ctg ttg ctg gcc 48 
Met Ala Asp Pro Leu Arg Glu Arg Thr Glu Leu Leu Leu Ala 
15 10 
gac tac ctg ggg tac tgc gcc egg gaa ccc ggc acc ccc gag ccg gcg 96 
Asp Tyr Leu Gly Tyr Cys Ala Arg Glu Pro Gly Thr Pro Glu Pro Ala 
25 15 20 , 25 30 

cca tec acg ccc gag gcc gcc gtg ctg cgc tec geg gee gee agg tta 144 
Pro Ser Thr Pro Glu Ala Ala Val Leu Arg Ser Ala Ala Ala Arg Leu 

35 40 45 

egg cag att cae egg tec ttt ttc tee gee tac etc ggc tac ccc ggg 192 
30 Arg Gin lie His Arg Ser Phe Phe Ser Ala Tyr Leu Gly Tyr Pro Gly 

50 55 60 

aac cgc ttc gag ctg gtg gcg ctg atg gcg gat tee gtg etc tec gac 240 
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Asn Arg Phe Glu Leu Val Ala I^eu Met Ala Asp Ser Val Leu Ser Asp 

65 70 75 

age ccc ggc ccc acc tgg ggc aga gtg gtg acg etc gtg acc ttc gca 288 
Ser Pro Gly Pro Thr Trp Gly Arg Val Val Thr Leu Val Thr Phe Ala 
5 80 85 90 

ggg acg ctg ctg gag aga ggg ccg ctg gtg acc gcc egg tgg aag aag 336 
Gly Thr Leu I^eu Glu Arg Gly Pro Leu Val Thr Ala Arg Trp Lys Lys 
95 100 105 110 

-tgg gge ttc cag" ccg egg eta aag gag^-cag gag ggc gac gtc gcc egg 384 
10 Trp Gly Phe Gin Pro Arg Leu Lys Glu Gin Glu Gly Asp Val Ala Arg 

115 120 125 

gac tgc cag cgc ctg gtg gcc ttg ctg age teg egg etc atg ggg cag 432 
Asp Cys Gin Arg Leu Val Ala Leu Leu Ser Ser Arg Leu Met Gly Gin 
130 135 140 

15 cac cgc gcc tgg ctg cag get cag ggc ggc tgg gat ggc ttt tgt cac 480 

His Arg Ala Trp Leu Gin Ala Gin Gly Gly Trp Asp Gly Phe Cys His 

145 150 155 

ttc ttc agg acc ccc ttt cca ctg get ttt tgg aga aaa cag ctg gtc 528 
Phe Phe Arg Thr Pro Phe Pro Leu Ala Phe Trp Arg Lys Gin Leu Val 
20 160 165 170 

cag get ttt ctg tea tgc ttg tta aca aca gee ttc att tat etc tgg 576 
Gin Ala Phe Leu Ser Cys Leu Leu Thr Thr Ala Phe lie Tyr Leu Trp 
175 180 185 190 

aca cga tta tta tgagttttaa aacttttaac ccgcttctac ctgeccaact gt 630 
25 Thr Arg Leu Leu 

gaccaactaa atgacagatg tgtgagaaca agaactgagg gaaagcaect tcccccaccc 690 

cagacgtttt tacctgaatg catacaagga gtcctgaggt ggtgatttgg ccagtgtttt 750 

aacttgtgac aagtactcag gtgtgaggac aagaatgcaa atggctcttc cttgagtgaa 810 

30 agaaatgggg agtctagagc ctctttatgc caaagaaccg cagaagaaac tgcattecat 870 

taaatgggaa ataeagtgct atttgetaaa acttggataa gagtgcgaac etctcatetc 930 

tccacaactt catgtgctgc tgactaattt taaacatggc eacagctggg gcaaaataat 990 
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ccccaaagta gaaaaagtcc cagtttaaca aagaatgtaa tgttaaaatc acttataagg 1050 
aattctttga aaccaaatcc tttgaaatct aattcctggg acttctaggt ttttatagtt 1110 
aacatactaa tttcttcaat aattgttaac tgcaaagttt: taataaattt gtaccttt 1168 

5 <210> 24 

<211> 194 
<212> PRT 

<213> Homo sapiens 
10 <400> 24 

Met Ala Asp Pro Leu Arg Glu Arg Thr Glu Leu Leu Leu Ala 
15 10 
Asp Tyr Leu Gly Tyr Cys Ala Arg Glu Pro Gly Thr Pro Glu Pro Ala 
15 20 25 30 

15 Pro Ser Thr Pro Glu Ala Ala Val Leu Arg Ser Ala Ala Ala Arg Leu 

35 40 45 

Arg Gin lie His Arg Ser Phe Phe Ser Ala Tyr Leu Gly Tyr Pro Gly 

50 55 60 

Asn Arg Phe Glu Leu Val Ala Leu Met Ala Asp Ser Val Leu Ser Asp 
20 65 70 75 

Ser Pro Gly Pro Thr Trp Gly Arg Val Val Thr Leu Val Thr Phe Ala 

80 85 90 

Gly Thr Leu Leu Glu Arg Gly Pro Leu Val Thr Ala Arg Trp Lys Lys 
95 100 105 110 

25 Trp Gly Phe Gin Pro Arg Leu Lys Glu Gin Glu Gly Asp Val Ala Arg 

115 120 125 

Asp Cys Gin Arg Leu Val Ala Leu Leu Ser Ser Arg Leu Met Gly Gin 

130 135 140 

His Arg Ala Trp Leu Gin Ala Gin Gly Gly Trp Asp Gly Phe Cys His 
30 145 150 155 

Phe Phe Arg Thr Pro Phe Pro Leu Ala Phe Trp Arg Lys Gin Leu Val 
160 i65 170 
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Gin Ala Phe Leu Ser Cys Leu hen Thr Thr Ala Phe lie Tyr Leu Trp 
175 180 185 190 

Thr Arg Leu Leu 

5 <210> 25 
<211> 624 
<212> DNA 

10 <400> 25 

tttgacggaa ggagcggcgg cgacggagga ggagg atg gag gcg gtg gtg ttc 53 

Met Glu Ala Val Val Phe 
1 5 

gtc ttc tct etc etc gat tgt tgc geg etc ate ttc etc teg gte tac 101 
15 Val Phe Ser Leu Leu Asp Cys Cys Ala Leu lie Phe Leu Ser Val Tyr 

10 15 20 

ttc ata att aca ttg tct gat tta gaa tgt gat tac att aat get aga 149 
Phe lie lie Thr Leu Ser Asp Leu Glu Cys Asp Tyr lie Asn Ala Arg 
25 30 35 

20 tea tgt tgc tea aaa tta aac aag tgg gta att cea gaa ttg att ggc 197 

Ser Cys Cys Ser Lys Leu Asn Lys Trp Val He Pro Glu Leu He Gly 

40 45 50 

cat ace att gtc act gta tta ctg etc atg tea ttg cae tgg ttc ate 245 
His Thr He Val Thr Val Leu Leu Leu Met Ser Leu His Trp Phe He 
25 55 60 65 70 

ttc ett etc aac tta cet gtt gee act tgg aat ata tat cga tac att 293 
Phe Leu Leu Asn Leu Pro Val Ala Thr Trp Asn He Tyr Arg Tyr He 

75 80 85 

atg gtg ccg agt ggt aac atg gga gtg ttt gat cea aca gaa ata cae 341 
30 Met Val Pro Ser Gly Asn Met Gly Val Phe Asp Pro Thr Glu He His 

90 95 100 

aat cga ggg eag ctg aag tea cac atg aaa gaa gee atg ate aag ett 389 
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Asn Arg Gly Gin Leu Lys Ser His Met Lys Glu Ala Met lie Lys Leu 

105 110 115 

ggt ttc cac ttg etc tgc ttc ttc atg tat ctt tat agt atg ate tta 437 
Gly Phe His Leu Leu Cys Phe Phe Met Tyr Leu Tyr Ser Met lie Leu 

120 125 130 

get ttg ata aat gac tgaagctgga gaagecgtgg ttgaagteag cctacact 490 
Ala Leu lie Asn Asp 
135 

acagtgcaea gttgaggagc cagagactte t^aaciteatc ettagaaecg tgaccatage 550 
agtatatatt ttcctettgg aacaaaaaac tatttttgct gtatttttac catataaagt 610 
atttaaaaaa catg ^24 



<210> 26 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Glu Ala Val Val Phe 
1 5 
Val Phe Ser Leu Leu Asp Cys Cys Ala Leu He Phe Leu Ser Val Tyr 

10 15 20 

Phe He lie Thr Leu Ser Asp Leu Glu Cys Asp Tyr He Asn Ala Arg 

25 30 35 

Ser Cys Cys Ser Lys Leu Asn Lys Trp Val He Pro Glu Leu He Gly 

40 45 50 

His Thr He Val Thr Val Leu Leu Leu Met Ser Leu His Trp Phe He 
55 60 65 70 

Phe Leu Leu Asn Leu Pro Val Ala Thr Trp Asn He Tyr Arg Tyr He 

75 80 85 

Met Val Pro Ser Gly Asn Met Gly Val Phe Asp Pro Thr Glu He His 
90 95 100 
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Asn Arg Gly Gin Leu Lys Ser His Met Lys Glu Ala Met lie Lys Leu 

105 110 115 

Gly Phe His Leu Leu Cys Phe Phe Met Tyr Leu Tyr Ser Met lie Leu 

120 125 130 

Ala Leu He Asn Asp 
135 



<210> 27 

<211> 1121 

<212> DNA 

<213> Homo sapiens 



<400> 24 

gacagagggg aacaag atg gcg gcg ccg aag ggg age etc tgg gtg agg acc 52 
Met Ala Ala Pro Lys Gly Ser Leu Trp Val Arg Thr 
15 10 
caa ctg ggg etc ccg ccg ctg ctg ctg ctg acc atg gcc ttg gcc gga 
Gin Leu Gly Leu Pro Pro Leu Leu Leu Leu Thr Met Ala Leu Ala Gly 

15 20 25 

ggt teg ggg acc get teg get gaa gca ttt gac teg gte ttg ggt gat 
Gly Ser Gly Thr Ala Ser Ala Glu Ala Phe Asp Ser Val Leu Gly Asp 

30 35 40 

acg gcg tct tgc cac egg gcc tgt cag ttg acc tac ecc ttg cac acc 
Thr Ala Ser Cys His Arg Ala Cys Gin Leu Thr Tyr Pro Leu His Thr 
45 50 55 60 

tac cct aag gaa gag gag ttg tac gca tgt cag aga ggt tgc agg ctg 
Tyr Pro Lys Glu Glu Glu Leu Tyr Ala Cys Gin Arg Gly Cys Arg Leu 

65 70 75 

ttt tea att tgt cag ttt gtg gat gat gga att gac tta aat cga act 
Phe Ser He Cys Gin Phe Val Asp Asp Gly He Asp Leu Asn Arg Thr 

80 85 90 

aaa ttg gaa tgt gaa tct gca tgt aca gaa gca tat tec caa tct gat 



100 



148 



196 



244 



292 



340 
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Lys Leu Glu Cys Glu Ser Ala Cys Thr Glu Ala Tyr Ser Gin Ser Asp 

95 100 105 

gag caa tat get tgc cat ctt ggt tgc cag aat cag ctg cca ttc get 388 
Glu Gin Tyr Ala Cys His Leu Gly Cys Gin Asn Gin Leu Pro Phe Ala 
5 110 115 120 

gaa ctg aga caa gaa caa ctt atg tec ctg atg cca aaa atg cac eta 436 
Glu Leu Arg Gin Glu Gin /Leu Met Ser Leu Met Pro Lys Met His Leu 

t -Mr 11A IOC 

etc ttt cct eta act ctg gtg agg tea 'ttc tgg agt gac atg atg gac 484 
10 Leu Phe Pro Leu Thr Leu Val Arg Ser Phe Trp Ser Asp Met Met Asp 

145 150 155 

tec gca cag age ttc ata acc tct tea tgg act ttt tat ctt caa gcc 532 
Ser Ala Gin Ser Phe lie Thr Ser Ser Trp Thr Phe Tyr Leu Gin Ala 
160 165 170 

15 gat gac gga aaa ata gtt ata ttc cag tct aag cca gaa ate cag tac 580 
Asp Asp Gly Lys lie Val lie Phe Gin Ser Lys Pro Glu lie Gin Tyr 

175 180 185 

gca cca cat ttg gag cag gag cct aca aat ttg aga gaa tea tct eta 628 
Ala Pro His Leu Glu Gin Glu Pro Thr Asn Leu Arg Glu Ser Ser Leu 
20 190 195 200 

age aaa atg tec tat ctg caa atg aga aat tea caa gcg cac agg aat 676 
Ser Lys Met Ser Tyr Leu Gin Met Arg Asn Ser Gin Ala His Arg Asn 
205 210 215 220 

ttt ctt gaa gat gga gaa agt gat ggc ttt tta aga tgc etc tct ctt 724 
25 Phe Leu Glu Asp Gly Glu Ser Asp Gly Phe Leu Arg Cys Leu Ser Leu 

225 230 235 

aac tct ggg tgg att tta act aca act ctt gtc etc teg gtg atg gta 772 
Asn Ser Gly Trp lie Leu Thr Thr Thr Leu Val Leu Ser Val Met Val 
240 245 250 

30 ttg ctt tgg att tgt tgt gca act gtt get aca get gtg gag cag tat 820 
Leu Leu Trp lie Cys Cys Ala Thr Val Ala Thr Ala Val Glu Gin Tyr 
255 260 265 



wo 00/00506 



PCT/JP99/03242 



27/45 



gtt ccc tct gag aag ctg agt ate tat ggt gac ttg gag ttt atg aat 868 
Val Pro Ser Glu Lys Leu Ser lie Tyr Gly Asp Leu Glu Phe Met Asn 

270 275 280 

gaa caa aag eta aac aga tat cca get tct tct ett gtg gtt gtt aga 916 
Glu Gin Lys Leu Asn Arg Tyr Pro Ala Ser Ser Leu Val Val Val Arg 
285 290 295 300 

tet aaa act gaa gat eat gaa gaa gca ggg cct eta cct aca aaa gtg 964 

T mW^ TV U-i e 11 ^21 11 li 1 s» fll ■rr ^^-^^ T ^tt 1D>-*-% T'Vi'*^ T.sre XTsaT 

tS^^ XJJ^ 0 ^AXJb '**'f W*** ^.Ufe^A '^'^J ^ "Vi* .^W ^AU. ^Jt^ ■ 

305 "310 315 

aat ett get cat tct gaa att taagcatttt tcttttaaaa gacaa 1010 
Asn Leu Ala His Ser Glu lie 
320 

gtgtaataga catctaaaat tccactccte atagagcttt taaaatggtt tcattggata 1070 
taggccttaa gaaatcacta taaaatgcaa ataaagttac tcaaatctgt g 1121 

<210> 28 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Ala Ala Pro Lys Gly Ser Leu Trp Val Arg Thr 
15 10 
Gin Leu Gly Leu Pro Pro Leu Leu Leu Leu Thr Met Ala Leu Ala Gly 

15 20 25 

Gly Ser Gly Thr Ala Ser Ala Glu Ala Phe Asp Ser Val Leu Gly Asp 

30 35 40 

Thr Ala Ser Cys His Arg Ala Cys Gin Leu Thr Tyr Pro Leu His Thr 
45 50 ^ 55 60 

Tyr Pro Lys Glu Glu Glu Leu Tyr Ala Cys Gin Arg Gly Cys Arg Leu 

65 70 75 

Phe Ser lie Cys Gin Phe Val Asp Asp Gly He Asp Leu Asn Arg Thr 
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80 85 90 

Lys lieu Glu Cys Glu Ser Ala Cys Thr Glu Ala Tyr Ser Gin Ser Asp 

95 100 105 

Glu Gin Tyr Ala Cys His Leu Gly Cys Gin Asn Gin Leu Pro Phe Ala 
5 110 115 120 

Glu Leu Arg Gin Glu Gin Leu Met Ser Leu Met Pro Lys Met His Leu 
125 130; 135 140 

Leu Phe Pro Lau Thr Leu Val Arg Ser Phe Trp Ser Asp Met Met Asp 
145 _ '"150 155 

10 Ser Ala Gin Ser Phe lie Thr Ser Ser Trp Thr Phe Tyr Leu Gin Ala 

160 165 170 

Asp Asp Gly Lys lie Val lie Phe Gin Ser Lys Pro Glu lie Gin Tyr 

175 180 185 

Ala Pro His Leu Glu Gin Glu Pro Thr Asn Leu Arg Glu Ser Ser Leu 
15 190 195 200 

Ser Lys Met Ser Tyr Leu Gin Met Arg Asn Ser Gin Ala His Arg Asn 
205 210 215 220 

Phe Leu Glu Asp Gly Glu Ser Asp Gly Phe Leu Arg Cys Leu Ser Leu 
225 230 235 

20 Asn Ser Gly Trp lie Leu Thr Thr Thr Leu Val Leu Ser Val Met Val 

240 245 250 

Leu Leu Trp lie Cys Cys Ala Thr Val Ala Thr Ala Val Glu Gin Tyr 

255 260 265 

Val Pro Ser Glu Lys Leu Ser lie Tyr Gly Asp Leu Glu Phe Met Asn 
25 270 275 280 

Glu Gin Lys Leu Asn Arg Tyr Pro Ala Ser Ser Leu Val Val Val Arg 
285 290 295 300 

Ser Lys Thr Glu Asp His Glu Glu Ala Gly Pro Leu Pro Thr Lys Val 
305 310 315 

30 Asn Leu Ala His Ser Glu lie 

320 
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<210> 29 
<211> 827 
<212> DMA 
5 <213> Homo sapiens 



<400> 29 

aacagcggcc ctgcggctgg cgcggcggac ggg atg agg cgc tgc aat etc tac 54 
" * - _ '-Met Arg Arg Cys Ser lieu Cys 

10 15 

get ttc gac gcc gcc egg ggg ccc agg egg ctg atg egt gtg ggc etc 102 
Ala Phe Asp Ala Ala Arg Gly Pro Arg Arg Leu Met Arg Val Gly I,eu 

10 15 20 

gcg ctg ate ttg gtg ggc eac gtg aae ctg ctg ctg ggg gcc gtg ctg 150 
15 Ala Leu lie Leu Val Gly His Val Asn Leu Leu Ijeu Gly Ala Val Leu 

25 30 35 

cat ggc ace gtc ctg egg eac gtg gcc aat ccc cgc ggc get gtc acg 198 
His Gly Thr Val Leu Arg His Val Ala Asn Pro Arg Gly Ala Val Thr 
40 45 50 55 

20 ccg gag tac ace gta gee aat gtc ate tct gtc ggc teg ggg ctg ctg 246 

Pro Glu Tyr Thr Val Ala Asn Val lie Ser Val Gly Ser Gly lieu Leu 

60 65 70 

age gtt tec gtg gga ctt gtg gee etc ctg gcg tee agg aac ctt ctt 294 
Ser Val Ser Val Gly Leu Val Ala Leu Leu Ala Ser Arg Asn Leu Leu 
25 75 80 85 

cgc ect cea ctg eac tgg gtc ctg ctg gca eta get ctg gtg aac ctg 342 
Arg Pro Pro I^u His Trp Val Leu Leu Ala Leu Ala Leu Val Asn Leu 

90 95 100 

etc ttg tec gtt gee tgc tec ctg ggc etc ctt ctt get gtg tea etc 390 
30 Leu Leu Ser Val Ala Cys Ser Leu Gly Leu Leu Leu Ala Val Ser Leu 

105 110 115 

act gtg gee aae ggt ggc cgc cgc ctt att get gac tgc eac eca gga 438 
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Thr Val Ala Asn Gly Gly Arg Arg Leu lie Ala Asp Cys His Pro Gly 
120 125 130 135 

ctg ctg gat cct ctg gta cca ctg gat gag ggg ccg gga cat act gac 486 
Leu Leu Asp Pro Leu Val Pro Leu Asp Glu Gly Pro Gly His Thr Asp 
5 140 145 150 

tgc ccc ttt gac ccc aca aga ate tat gat aca gcc ttg get etc tgg 534 
Cys Pro Phe Asp Pro Thr Arg He Tyr Asp Thr Ala Leu Ala Leu Trp 

155 160 165 

ate cct: tct ttg etc atg tct g6a ggg ^ag get get eta tct ggt tac 582 

10 He Pro Ser Leu Leu Met Ser Ala Gly Glu Ala Ala Leu Ser Gly Tyr 
170 175 180 

tgc tgt gtg get gca etc act eta cgt gga gtt ggg ccc tgc agg aag 630 
Cys Cys Val Ala Ala Leu Thr Leu Arg Gly Val Gly Pro Cys Arg Lys 
185 190 195 

15 gac gga ett cag ggg cag gta gta get ggg tgt gac gca aga gtg aaa 678 
Asp Gly Leu Gin Gly Gin Val Val Ala Gly Cys Asp Ala Arg Val Lys 
200 205 210 215 

cag aaa gcc tgg cag cca egg ttt cct ggg att aaa gte aaa gca tta 726 
Gin Lys Ala Trp Gin Pro Arg Phe Pro Gly He Lys Val Lys Ala Leu 

20 220 225 230 

tgaa tatggcacta aagtgactga gctaccagac caatgatcct gtaaggcagc 780 
cacagaacta aaaaacsLaca attattatta aactgctctg gattctc 827 

<210> 30 

25 <211> 231 

<212> PRT 

<213> Homo sapiens 

<400> 30 

30 Met Arg Arg Cys Ser Leu Cys 

1 5 
Ala Phe Asp Ala Ala Arg Gly Pro Arg Arg Leu Met Arg Val Gly Leu 
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10 15 20 

Ala Leu lie Leu Val Gly His Val Asn Leu Leu Leu Gly Ala Val Leu 

25 30 35 

His Gly Thr Val Leu Arg His Val Ala Asn Pro Arg Gly Ala Val Thr 
5 40 45 50 55 

Pro Glu Tyr Thr Val Ala Asn Val lie Ser Val Gly Ser Gly Leu Leu 

60 65 70 

Ser Val Ser Val Gly Leu Val Ala Leu Leu Ala Ser Arg Asn Leu Leu 
75 ap " 85 

10 Arg Pro Pro Leu His Trp Val Leu Leu Ala Leu Ala Leu Val Asn Leu 
O 90 95 100 

r\ Leu Leu Ser Val Ala Cys Ser Leu Gly Leu Leu Leu Ala Val Ser Leu 

fU 105 110 115 

Thr Val Ala Asn Gly Gly Arg Arg Leu lie Ala Asp Cys His Pro Gly 
W 15 120 125 130 135 

_ Leu Leu Asp Pro Leu Val Pro Leu Asp Glu Gly Pro Gly His Thr Asp 

5 140 145 150 

LJ Cys Pro Phe Asp Pro Thr Arg lie Tyr Asp Thr Ala Leu Ala Leu Trp 

y 155 160 165 

1=^ 20 lie Pro Ser Leu Leu Met Ser Ala Gly Glu Ala Ala Leu Ser Gly Tyr 

170 175 180 

Cys Cys Vea Ala Ala Leu Thr Leu Arg Gly Val Gly Pro Cys Arg Lys 

185 190 195 

Asp Gly Leu Gin Gly Gin Val Val Ala Gly Cys Asp Ala Arg Val Lys 
25 200 205 210 215 

Gin Lys Ala Trp Gin Pro Arg Phe Pro Gly lie Lys Val Lys Ala Leu 
220 225 '230: . 

<210> 31 
30 <211> 1189 

<212> DNA 

<213> Homo sapiens 
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<400> 31 

gtcgcctccc ggtcccggcc cggctactgc gctgcgccca ctccgctctg gagcctgggc 60 
gcgggtcctzg accttcccgg ccctctcctg acacctggtg gatggcgtca ccagaactcc 120 
5 tagctgtgga accctagggt acctgttacc gcgctttggc gaaactgggt tcgctgctga 180 
tttgcgaacc tttgcctgac tttctcaggc cttgagagat ctaagtaaat ttggtggccc 240 
attgaaagga cctggagaga gcgtatgaag atctgcctct tctccaagaa actcaaccac 300 
tagtgaca atg acc age etc ctg act act cct tct oca aga gaa gaa ctg 350 
Met Thr Ser Leu Leu Thr_Thr Pro Ser Pro Arg Glu Glu Leu 
10 1 5 10 

atg acc acc cca att tta cag ccc act gag gcc ctg tec cca gaa gat 398 
Met Thr Thr Pro He Leu Gin Pro Thr Glu Ala Leu Ser Pro Glu Asp 
15 20 25 30 

gga gcc age aca gca etc att gca gtt gtt ate acc gtt gtc ttc etc 446 
15 Gly Ala Ser Thr Ala Leu He Ala Val Val He Thr Val Val Phe Leu 

35 40 45 

ace ctg etc teg gtc gtg ate ttg ate ttc ttt tac ctg tac aag aae 494 
Thr Leu Leu Ser Val Val He Leu He Phe Phe Tyr Leu Tyr Lys Asn 
50 55 60 

20 aaa ggc age tac gtc acc tat gaa cct aca gaa ggt gag ccc agt gee 542 

Lys Gly Ser Tyr Val Thr Tyr Glu Pro Thr Glu Gly Glu Pro Ser Ala 

65 70 75 

ate gtc cag atg gag agt gae ttg gcc aag ggc age gag aaa gag gaa 590 
He Val Gin Met Glu Ser Asp Leu Ala Lys Gly Ser Glu Lys Glu Glu 
25 80 85 90 

tat ttc ate taatgactcc caggececaa ggagcttatt cetggcteca t 640 
Tyr Phe He 
95 

cgctaacacg ttgactgctt attatgggaa agttttctct gaagccaggg agaageattg 700 
30 attgatgtgg gcaaatccaa gctccagcea ggtcgcagtc ccaaatgccg acatcactga 760 
cteeagggac cagggaeatg gagaaagctg tttatgatat etttaaccag gecctettae 820 
tagagctggt gtttgtgact ggccaacaag atgtggctat geeaggggac atetgagtat 880 
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atcttttttc acaggttgaa gggagagaaa agattttgag ttaaggtcat 940 
actcrtgtccc ctacctggtc acctagtgat agccccagtg gagatactgt 1000 
tcttcccaga ggctggatac cacagtaaaa ggccaggcca ggaggggtag 1060 
agatcttacc tcctgataaa tgtgctacac cccctaatct gagcccttcc 1120 
ccccaacaac ctcatgctta cgtgattttt attcaaatta aaaattttca 1180 

1189 

<210> 32 

<2ll> 97 - ' 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Thr Ser Leu Leu Thr Thr Pro Ser Pro Arg Glu Glu Leu 
15 10 
Met Thr Thr Pro lie Leu Gin Pro Thr Glu Ala Leu Ser Pro Glu Asp 
15 20 25 30 

Gly Ala Ser Thr Ala Leu He Ala Val Val He Thr Val Val Phe Leu 

35 40 45 

Thr Leu Leu Ser Val Val He Leu He Phe Phe Tyr Leu Tyr Lys Asn 

50 55 60 

Lys Gly Ser Tyr Val Thr Tyr Glu Pro Thr Glu Gly Glu Pro Ser Ala 

65 70 75 

He Val Gin Met Glu Ser Asp Leu Ala Lys Gly Ser Glu Lys Glu Glu 

80 85 90 

Tyr Phe He 
95 

<210> 33 

<211> 1500 

<212> DNA 

<213> Homo sapiens 



gtgcccagtc 
tggctgctct 
ccatacaagg 
gagactatgg 
tttccgtgtt 
ttgctacag 
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10 



<400> 33 

ctgtgcctga gcctgagcct gagcctgagc ctgagcccga gccgggagcc ggtcgcgggg 60 
gctccgggct gtgggaccgc tgggccccca gcg atg gcg acc ctg tgg gga ggc 114 

Met Ala Thr Leu Trp Gly Gly 
1 5 

ctt ctt egg ctt ggc tec ttg etc age ctg teg tge ctg gcg ctt tec 162 
Leu Leu Arg Leu Gly Ser Leu Leu Ser Leu Ser Cys Leu Ala Leu Ser 

- 10 " 15 20 

gtg ctg ctg ctg gcg cag ctg tea gac gee gcc aag aat ttc gag gat 210 
Val Leu Leu Leu Ala Gin Leu Ser Asp Ala Ala Lys Asn Phe Glu Asp 

25 30 35 

gtc aga tgt aaa tgt ate tgc cet cec tat aaa gaa aat tct ggg cat 258 
Val Arg Cys Lys Cys He Cys Pro Pro Tyr Lys Glu Asn Ser Gly His 
15 40 45 50 55 

att tat aat aag aac ata tct cag aaa gat tgt gat tgc ctt cat gtt 306 
He Tyr Asn Lys Asn He Ser Gin Lys Asp Cys Asp Cys Leu His Val 

60 65 70 

gtg gag cec atg cet gtg egg ggg cet gat gta gaa gca tac tgt eta 354 
Val Glu Pro Met Pro Val Arg Gly Pro Asp Val Glu Ala Tyr Cys Leu 

75 80 85 

cgc tgt gaa tgc aaa tat gaa gaa aga age tct gtc aca ate aag gtt 402 
Arg Cys Glu Cys Lys Tyr Glu Glu Arg Ser Ser Val Thr He Lys Val 

90 95 100 

acc att ata att tat etc tec att ttg ggc ctt eta ctt ctg tac atg 450 
Thr He He He Tyr Leu Ser He Leu Gly Leu Leu Leu Leu Tyr Met 

105 110 115 

gta tat ctt act ctg gtt gag cec ata ctg aag agg cgc etc ttt gga 498 
Val Tyr Leu Thr Leu Val Glu Pro He Leu Lys Arg Arg Leu Phe Gly 
30 120 125 130 135 

cat gca cag ttg ata cag agt gat gat gat att ggg gat cae cag cet 546 
His Ala Gin Leu He Gin Ser Asp Asp Asp He Gly Asp His Gin Pro 



20 



25 



5 



15 



20 



WO 00/00506 






PCT/jrP99/03242 






35/45 








140 


145 


150 




ttt gca aat gca cac gat gtg eta gcc cgc tec 


cgc agt cga gcc aac 


594 


Phe Ala Asn Ala His Asp Val lieu Ala Arg Ser 


Arg Ser Arg Ala Asn 






155 


160 


165 




gtg ctg aac aag gta gaa tat gca cag cag cgc 


tgg aag ctt caa gtc 


642 


Val Leu Asn Lys Val Glu Tyr Ala Gin Gin Arg 


Trp Lys Leu Gin Val 




170 


175 


180 




caa gag cag cga aag tct gtc ttt gac egg cat 


gtt gtc etc age 


687 


Gin Glu- Gin Arg Lys Ser Val Phe Asp Arg His 


Val Val Leu Ser 




185 




190 


195 




taattgggaa 


ttgaattcaa 


ggtgactaga aagaaacagg 


cagacaactg gaa 


740 


agaactgact 


gggttttgct 


gggtttcatt ttaatacctt 


gttgatttca ccaactgttg 


800 


ctggaagatt 


caaaactgga 


agcaaaaact tgcttgattt 


ttttttcttg ttaacgtaat 


860 


aatagagaca 


tttttaaaag 


cacacagctc aaagtcagcc 


aataagtctt ttcctatttg 


920 


tgacttttac 


taataaaaat 


aaatctgcct gtaaattatc 


ttgaagtcct ttacctggaa 


980 


caagcactct 


ctttttcacc 


acatagtttt aacttgactt 


tcaagataat tttcagggtt 


1040 


tttgttgttg 


ttgttttttg 


tttgtttgtt ttggtgggag 


ciggggaggga tgcctgggaa 


1100 


gtggttaaca 


acttttttca 


agtcacttta ctaaacaaac 


ttttgtaaat agaccttacc 


1160 


ttctattttc 


gagtttcatt 


tatattttgc agtgtagcca 


gcctcatcaa agagctgact 


1220 


tactcatttg 


acttttgcac 


tgactgtatt atctgggtat 


ctgctgtgtc tgcacttcat 


1280 


ggtaaacggg 


atctaaaatg 


cctggtggct tttcacaaaa 


agcagatttt ctteatgtac 


1340 


tgtgatgtct 


gatgcaatgc 


atcctagaac aaactggcca 


tttgctagtt tactctaaag 


1400 


actaaacata 


gtcttggtgt 


gtgtggtctt actcatcttc 


tagtaccttt aaggacaaat 


1460 


cctaaggact 


tggacacttg 


caataaagaa attttatttt 




1500 



25 

<210> 34 

<211> 198 

<212> PRT 

<213> Homo sapiens 

30 



<400> 34 
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Met Ala Thr I^eu Trp Gly Gly 
1 5 
Leu Leu Arg Leu Gly Ser Leu Leu Ser Leu Ser Cys Leu Ala Leu Ser 
10 15 20 

5 Val Leu Leu Leu Ala Gin Leu Ser Asp Ala Ala Lys Asn Phe Glu Asp 
25 30 35 

Val Arg Cys Lys Cys lie Cys Pro Pro Tyr Lys Glu Asn Ser Gly His 
40 45 50 55 

lie Tyr Asn Lys "Asn lie Ser Gin Lys Asp Cys Asp Cys Leu His Val 
10 60 65 70 

Val Glu Pro Met Pro Val Arg Gly Pro Asp Val Glu Ala Tyr Cys Leu 

75 80 85 

Arg Cys Glu Cys Lys Tyr Glu Glu Arg Ser Ser Val Thr lie Lys Val 
90 95 100 

15 Thr lie lie lie Tyr Leu Ser lie Leu Gly Leu Leu Leu Leu Tyr Met 
105 110 115 

Val Tyr Leu Thr Leu Val Glu Pro lie Leu Lys Arg Arg Leu Phe Gly 
120 125 130 135 

His Ala Gin Leu lie Gin Ser Asp Asp Asp He Gly Asp His Gin Pro 
20 140 145 150 

Phe Ala Asn Ala His Asp Val Leu Ala Arg Ser Arg Ser Arg Ala Asn 

155 160 165 

Val Leu Asn Lys Val Glu Tyr Ala Gin Gin Arg Trp Lys Leu Gin Val 
170 175 180 

25 Gin Glu Gin Arg Lys Ser Val Phe Asp Arg His Val Val Leu Ser 
185 190 195 

<210> 35 

<211> 806 

30 <212> DMA 

<213> Homo sapiens 
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<400> 35 

gttcgt-ctag atttgtcggc ttgcggggag acttcaggag tcgctgtctc tgaacttcca 60 
gcctcagaga ccgccgccct tgtccccgag ggcc atg ggc egg gtc tea ggg ctt 115 

Met Gly Arg Val Ser Gly Leu 
5 1 5 

gtg ccc tct cgc ttc ctg acg etc ctg geg eat ctg gtg gtc gtc ate 163 
Val Pro Ser Arg Phe Leu Thr Leu Leu Ala His Leu Val Val Val lie 

10 15 20 

-ace tta ttc tgg tec egg gae age aac -ata eag gee tgc ctg eet etc 211 
10 Thr Leu Phe Trp Ser Arg Asp Ser Asn lie Gin Ala Cys L,eu Pro Leu 
□ 25 30 35 

^ acg ttc ace ece gag gag tat gae aag eag gac att cag ctg gtg gee 259 

Py Thr Phe Thr Pro Glu Glu Tyr Asp Lys Gin Asp lie Gin Leu Val Ala 

m 45 50 55 

W 15 gcg etc tct gtc acc ctg ggc etc ttt gca gtg gag etg gee ggt ttc 307 

_ Ala Leu Ser Val Thr Leu Gly Leu Phe Ala Val Glu Leu Ala Gly Phe 

60 65 70 

bJ etc tea gga gtc tec atg ttc aac age ace eag age etc ate tec att 355 

^ Leu Ser Gly Val Ser Met Phe Asn Ser Thr Gin Ser Leu lie Ser lie 

M= 20 75 80 85 

ggg get eac tgt agt gca tec gtg gee etg tee ttc ttc ata ttc gag 403 
Gly Ala His Cys Ser Ala Ser Val Ala Leu Ser Phe Phe lie Phe Glu 

90 95 100 

cgt tgg gag tgc act acg tat tgg tac att ttt gtc ttc tgc agt gee 451 
25 Arg Trp Glu Cys Thr Thr Tyr Trp Tyr lie Phe Val Phe Cys Ser Ala 
105 110 115 

ctt cea get gtc act gaa atg get tta ttc gtc ace gtc ttt ggg etg 499 
Leu Pro Ala Val Thr Glu Met Ala Leu Phe Val Thr Val Phe Gly Leu 
120 125 130 135 

30 aaa aag aaa ccc ttc tgattacett catgaeggga acetaaggac gaagee 550 

Lys Lys Lys Pro Phe 
140 
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tacaggggca agggccgctt cgtattcctg gaagaaggaa ggcataggct tcggttttcc 610 

cctcggaaac tgcttctgct ggaggatatg tgttggaata attacgtctt gagtctggga 670 

ttatccgcat tgtatttagt gctttgtaat aaaatatgtt ttgtagtaac attaagactt 730 

atatacagtt ttaggggaca attgagatgg ctgaactact gaataaaaaa aaaacaacgc 790 

5 tgttttctag tcctgc 806 

<210> 36 
<211> 140 
-<212> PRT - - . 
10 <213> Hotio sapiens 

<400> 36 

Met Gly Arg Val Ser Gly Leu 
1 5 

15 Val Pro Ser Arg Phe Leu Thr Leu Leu Ala His Leu Val Val Val lie 
10 15 20 

Thr Leu Phe Trp Ser Arg Asp Ser Asn lie Gin Ala Cys Leu Pro Leu 

25 30 35 

Thr Phe Thr Pro Glu Glu Tyr Asp Lys Gin Asp lie Gin Leu Val Ala 
20 40 45 50 55 

Ala Leu Ser Val Thr Leu Gly Leu Phe Ala Val Glu Leu Ala Gly Phe 

60 65 70 

Leu Ser Gly Val Ser Met Phe Asn Ser Thr Gin Ser Leu He Ser lie 
75 80 85 

25 Gly Ala His Cys Ser Ala Ser Val Ala Leu Ser Phe Phe He Phe Glu 
90 95 100 

Arg Trp Glu Cys Thr Thr Tyr Trp Tyr He Phe Val Phe Cys Ser Ala 

105 110 115 

Leu Pro Ala Val Thr Glu Met Ala Leu Phe Val Thr Val Phe Gly Leu 
30 120 125 130 135 

Lys Lys Lys Pro Phe 
140 



wo 00/00506 



39/45 



PCT/JP99/03242 



<210> 37 

<211> 1718 

<212> DNA 

<213> Hotio sapiens 

<400> 37 

ttgtcctgac c atg aat agg acc aac gtc aat gtc ttt tcrt gag ctt tec 50 
" - - Met Asn Arg Thr Asn Val^-Asn val Phe Ser Glu Ijeu Ser 

15 10 
get cct cgt cgc aat gaa gac ttt gte ete etg etc aee tac gtc etc 98 
Ala Pro Arg Arg Asn Glu Asp Phe Val Leu lieu Leu Thr Tyr Val Leu 

15 20 25 

ttc ttg atg gcg etg aee tte etc atg tec tec tte acc ttc tgt ggt 146 
Phe Leu Met Ala Leu Thr Phe Leu Met Ser Ser Phe Thr Phe Cys Gly 
30 35 40 45 

tec ttc acg gge tgg aag aga eat ggg gee eac ate tac etc aeg atg 194 
Ser Phe Thr Gly Trp Lys Arg His Gly Ala His lie Tyr Leu Thr Met 

50 55 60 

etc ete tec att gee ate tgg gtg gee tgg ate acc etg etc atg ctt 242 
Leu Leu Ser He Ala He Trp Val Ala Trp He Thr Leu Leu Met Leu 

65 70 75 

ect gac ttt gac cgc agg tgg gat gac ace ate etc age tec gee ttg 290 
Pro Asp Phe Asp Arg Arg Trp Asp Asp Thr He Leu Ser Ser Ala Leu 

80 85 90 

get gee aat gge tgg gtg ttc etg ttg get tat gtt agt cee gag ttt 338 
Ala Ala Asn Gly Trp Val Phe Leu Leu Ala Tyr Val Ser Pro Glu Phe 

95 100 105 

tgg etg etc aea aag caa cga aac cee atg gat tat cct gtt gag gat 386 
Trp Leu Leu Thr Lys Gin Arg Asn Pro Met Asp Tyr Pro Val Glu Asp 
110 115 120 125 

get ttc tgt aaa cct caa etc gtg aag aag age tat ggt gtg gag aac 434 
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Ala Phe Cys Lys Pro Gin I,eu Val Lys Lys Ser Tyr Gly Val Glu Asn 

130 135 140 

aga gcc tac tct caa gag gaa ate act caa ggt ttt gaa gag aca ggg 482 
Arg Ala Tyr Ser Gin Glu Glu lie Thr Gin Gly Phe Glu Glu Thr Gly 
5 145 150 155 

gac acg etc tat gcc ccc tat tec aca cat ttt cag ctg cag aac cag 530 
Asp Thr Leu Tyr Ala Pro Tyr Ser Thr His Phe Gin Leu Gin Asn Gin 

160 165 170 

-cqt ccc caa aag- gaa ttc tec ate cca^isgg gcc cac get tgg ccg age 578 
10 Pro Pro Gin Lys Glu Phe Ser He Pro Arg Ala His Ala Trp Pro Ser 
175 180 185 



ect tac aaa gac tat gaa gta aag aaa gag ggc age taactetgte etgaag 630 
Pro Tyr Lys Asp Tyr Glu Val Lys Lys Glu Gly Ser 



15 



20 



25 



30 



190 


195 


200 






agtgggacaa 


atgcagccgg 


gcggcagatc 


tagcgggagc tcaaagggat 


gtgggcgaaa 


690 


tettgagtct 


tctgagaaaa 


etgtacaaga 


cactacggga acagtttgcc 


tecctcccag 


750 


cctcaaccac 


aattctteca 


tgctggggct 


gatgtgggct agtaagacte 


cagttcttag 


810 


aggcgctgta 


gtattttttt 


tttttttgtc 


teatccttag gatacttett 


ttaagtggga 


870 


gtctcaggca 


actcaagttt 


agaeccttac 


tctttttgtt tgttttttga 


aacaggatct 


930 


tgctctgtca 


cecaggcttg 


agtgcagtgg 


tgegatcaca gcccagtgca 


gcctcgacca 


990 


cctgtgctca 


agcaatccte 


ecatctccat 


cteccaaagt gctgggatga 


caggcgtgag 


1050 


ccacagctcc 


cagcctaggc 


ecttaatctt 


gctgttattt tecatggact 


aaaggtetgg 


1110 


tcatctgagc 


tcacgctgge 


tcaeacagct 


ctaggggcct gctcetetaa 


cteacagtgg 


1170 


gttttgtgag 


gctctgtggc 


ccagagcaga 


cctgeatate tgagcaaaaa 


tagcaaaagc 


1230 


etctctcagc 


ccactggcct 


gaatctacac 


tggaagccaa cttgctggca 


eccccgctcc 


1290 


ecaacccttc 


ttgcctgggt 


aggagaggct 


aaagatcace ctaaatttac 


teatctctct 


1350 


agtgctgcct 


cacactggge 


etcagcagct 


ccccagcace aattcacagg 


teacecetct 


1410 


cttcttgcac 


tgtccccaeia 


cttgctgtea 


attcegagat etaatctccc 


cctacgctct 


1470 


gccaggaatt 


ctttcagacc 


tcactagcac 


aageecggtt gctccttgtc 


aggagaattt 


1530 


gtacatcatt 


cteacttcaa 


attcctgggg 


ctgatacttc teteatcttg 


eaecccaace 


1590 


tctgtaaata 


gatttaccgc 


atttacggct 


gcattctgta agtgggcatg 


gteteetaat 


1650 


ggaggagtgt 


tcattgtata 


ataagttatt 


cacetgagta tgcaataaag 


atgtggtggc 


1710 
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cactcttt 1718 

<210> 38 

<211> 201 

<212> PRT 

<213> Homo sapiens 

<400> 38 

- . Met Asn Arg Thf Asn Val-Asn Val Phe Ser Glu Leu Ser 

15 10 
Ala Pro Arg Arg Asn Glu Asp Phe Val Leu Leu Leu Thr Tyr Val Leu 

15 20 25 

Phe Leu Met Ala Leu Thr Phe Leu Met Ser Ser Phe Thr Phe Cys Gly 
30 35 40 45 

Ser Phe Thr Gly Trp Lys Arg His Gly Ala His lie Tyr Leu Thr Met 

50 55 60 

Leu Leu Ser He Ala He Trp Val Ala Trp He Thr Leu Leu Met Leu 

65 70 75 

Pro Asp Phe Asp Arg Arg Trp Asp Asp Thr He Leu Ser Ser Ala Leu 

80 85 90 

Ala Ala Asn Gly Trp Val Phe Leu Leu Ala Tyr Val Ser Pro Glu Phe 

95 100 105 

Trp Leu Leu Thr Lys Gin Arg Asn Pro Met Asp Tyr Pro Val Glu Asp 
110 115 120 125 

Ala Phe Cys Lys Pro Gin: Leu Val Lys Lys Ser Tyr Gly Val Glu Asn 

130 135 140 

Arg Ala Tyr Ser Gin Glu Glu He Thr Gin Gly Phe Glu Glu Thr Gly 

145 150 155 

Asp Thr Leu Tyr Ala Pro Tyr Ser Thr His Phe Gin Leu Gin Asn Gin 

160 165 170 

Pro Pro Gin Lys Glu Phe Ser He Pro Arg Ala His Ala Trp Pro Ser 
175 180 185 
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Pro Tyr Lys Asp Tyr Glu Val Lys Lys Glu Gly Ser 
190 195 200 

<210> 39 

<211> 995 

<212> DNA 

<213> Homo sapiens 

-<400> 39 - 

agagctggct gcgccgagcc ccctgcgcgc tgcacatggg gcgcctgacg gaagcggcgg 60 
cagcgggcag cggctctcgg gctgcaggct gggcagggtc ccctcccacg ctcctgccgc 120 
t:gt.ct:cccac gtcccccagg tgcgcggcca cc atg gcg tec age gac gag gae 173 

Met Ala Ser Ser Asp Glu Asp 
1 5 

gge ace aac ggc ggc gee teg gag gcc ggc gag gac egg gag get ecc 221 
Gly Thr Asn Gly Gly Ala Ser Glu Ala Gly Glu Asp Arg Glu Ala Pro 

10 15 20 

ggc aag egg agg cgc etg ggg ttc ttg gcc ace gcc tgg etc ace tte 269 
Gly Lys Arg Arg Arg Leu Gly Phe Leu Ala Thr Ala Trp Leu Thr Phe 

25 30 35 

tac gae ate gee atg acc gcg ggg tgg ttg gtt eta get att gcc atg 317 
Tyr Asp He Ala Met Thr Ala Gly Trp Leu Val Leu Ala He Ala Met 
40 45 50 55 

gta egt ttt tat atg gaa aaa gga aca cac aga ggt tta tat aaa agt 365 
Val Arg Phe Tyr Met Glu Lys Gly Thr His Arg Gly Leu Tyr Lys Ser 

60 65 70 

att cag aag aca ctt aaa ttt tte eag aca ttt gcc ttg ett gag ata 413 
He Gin Lys Thr Leu Lys Phe Phe Gin Thr Phe Ala Leu Leu Glu He 

75 80 85 

gtt cac tgt tta att gga att gta cet act tet gtg att gtg act ggg 461 
Val His Cys Leu He Gly He Val Pro Thr Ser Val He Val Thr Gly 
90 95 100 
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gtc caa gtg agt tea aga ate ttt atg gtg tgg etc att act cac agt 509 
Val Gin Val Ser Ser Arg lie Phe Met Val Trp Leu lie Thr His Ser 

105 110 115 

ata aaa cca ate cag aat gaa gag agt gtg gtg ctt ttt ctg gte gcg 557 
lie Lys Pro lie Gin Asn Gin Glu Ser Val Val Leu Phe Leu Val Ala 
120 125 130 135 

tgg act gtg aea gag ate act cge tat tec ttc tac aca ttc age ctt 
Trp Thr Val Thr Glu lie Thr Arg Tyr Ser Phe Tyr Thr Phe Ser Leu 

- 140 -145 150 

ctt gac cac ttg cca tac ttc att aaa tgg gcc aga tat aat ttt ttt 
Leu Asp His Leu Pro Tyr Phe lie Lys Trp Ala Arg Tyr Asn Phe Phe 

155 160 165 

ate ate tta tat cet gtt gga gtt get ggt gaa ctt ctt aca ata tac 
lie lie Leu Tyr Pro Val Gly Val Ala Gly Glu Leu Leu Thr lie Tyr 

170 175 180 

get gee ttg ecg cat gtg aag aaa aca gga atg ttt tea ata aga ctt 
Ala Ala Leu Pro His Val Lys Lys Thr Gly Met Phe Ser He Arg Leu 

185 190 195 

cct aac aaa tac aat gtc tct ttt gac tac tat tat ttt ctt ctt ata 
Pro Asn Lys Tyr Asn Val Ser Phe Asp Tyr Tyr Tyr Phe Leu Leu He 
200 205 210 215 

ace atg gca tea tat ata cet ttg ttt cca caa etc tat ttt cat atg 
Thr Met Ala Ser Tyr He Pro Leu Phe Pro Gin Leu Tyr Phe His Met 

220 225 230 

tta egt caa aga aga aag gtg ctt cat gga gag gtg att gta gaa aag 
Leu Arg Gin Arg Arg Lys Val Leu His Gly Glu Val He Val Glu Lys 

235 240 245 

gat gat taaatgatct ctgcaaacaa ggtgcttttt ceagaataac caagattace t 
Asp Asp 



605 



653 



701 



749 



797 



845 



893 



950 



gagtccaagt tttaataaca agaataaaca actttgtgaa atate 



995 
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<210> 40 
<211> 249 
<212> PRT 

<213> Hcjino sapiens 

5 

<400> 40 

Met Ala Ser Ser Asp Glu Asp 
1 5 
-Gly Thr. Asn Gly" Gly Ala Ser Glu Ala^-Gly Glu Asp Arg Glu Ala Pro 
10 10 15 20 

Gly Lys Arg Arg Arg Leu Gly Phe Leu Ala Thr Ala Trp Leu Thr Phe 

25 30 35 

Tyr Asp lie Ala Met Thr Ala Gly Trp Leu Val Leu Ala lie Ala Met 
40 45 50 55 

15 Val Arg Phe Tyr Met Glu Lys Gly Thr His Arg Gly Leu Tyr Lys Ser 

60 65 70 

lie Gin Lys Thr Leu Lys Phe Phe Gin Thr Phe Ala Leu Leu Glu lie 

75 80 85 

Val His Cys Leu lie Gly lie Val Pro Thr Ser Val lie Val Thr Gly 
20 90 95 100 

Val Gin Val Ser Ser Arg He Phe Met Val Trp Leu He Thr His Ser 

105 110 115 

He Lys Pro He Gin Asn Glu Glu Ser Val Val Leu Phe Leu Val Ala 
120 125 130 135 

25 Trp Thr Val Thr Glu He Thr Arg Tyr Ser Phe Tyr Thr Phe Ser Leu 

140 145 150 

Leu Asp His Leu Pro Tyr Phe He Lys Trp Ala Arg Tyr Asn Phe Phe 

155 160 165 

He He Leu Tyr Pro Val Gly Val Ala Gly Glu Leu Leu Thr He Tyr 
^ 30 170 175 180 

Ala Ala Leu Pro His Val Lys Lys Thr Gly Met Phe Ser He Arg Leu 
185 190 195 
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Pro Asn Lys Tyr Asn Val Ser Phe Asp Tyr Tyr Tyr Phe Leu Leu lie 
200 205 210 215 

Thr Met Ala Ser Tyr lie Pro Leu Phe Pro Gin Leu Tyr Phe His Met 

220 225 230 

Leu Arg Gin Arg Arg Lys Val Leu His Gly Glu Val lie Val Glu Lys 
235 240 245 

Asp Asp 



